Source/Description: The probe pE0.8 is a 0.8 kb EcoRI genomic fragment subcloned in pUC13 and isolated from a cosmid containing human chromosome 19 sequences homologous to the excision repair gene, ERCC1. The ERCC1 gene has been shown to be located within 250 kb telomeric to the CKM gene (Smeets et al. 1990) . Human DNA sequences contained in pE0.8 correspond to a genomic region approximately 15 kb centromeric to exon 1 of the ERCC1 gene (Shutler et al., 1991) .
Polymorphism: A two allele insertion polymorphism is detected using any one of the following three restriction endonucleases: BamHI, 7.0/6.5 kb; Bgll 6.5/6.0 kb; and Ncol, 4.5/4.0 kb.
Not Polymorphic For. PstI, PvuII, Rsal, TaqI, HaelE, EcoRI, Xmnl. Chromosomal Localisation: X-linked assignment was confirmed by amplifications with a panel of X-autosome translocation hybrids.
Mendelian Inheritance: X-linked inheritance was observed in one three generation family.
Other Comments: Conditions for amplification reactions were as described by the manufacturers except that final Mg concentration was 1 mM. 25 cycles of 94 C C, 2 mins; 50°C, 2 mins; 72°C, 1 min were performed. Alleles were separated on a 4% acrylamide, 50% urea gel system. The dinucleotide sequence was of the form GTCT (GT) 17 AT. The precise localisation with respect to the exon/intron organisation of the DMD gene was established by hybridisation of a HindlE digestion of cosmid DMD1 with subfragments of DMD cDNA probe 63-1. Exon containing HindlH fragments 46 and 47 were present in this cosmid (Koenig et al. 1987) . The sequence of DMD lc-2 has been submitted to EMBL.
